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HQ ERMEIVEDICHTZERMEOBEEFRREL (BRED)

HAEDLED LS, Akaike DIEHMEILHE Akaike's
Information Criterion (AIC)® 288/~ & 7 2 FUIEE O
RbOEW [REZERETIV] 2E L.
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[ 72 e T V] ZVERT 5720 8IS h 7z
fEFIE 16 T, Zo 16 fDERT% [MPO-ANCA B
I RO W BUSE % B IGO0 BNl 3 5 &
HRE Bty M Lt L7 (RO). 16 HOELT
DIBIFIAIC BT 2 B AACt & LT oA
AT HZEITXY, HHESTET HE Outcome index
BERODLIENTES. B, AACtIZY TIVH 4 &L RT-
PCRIZE DRDOLNZHEETH S. Outcome index 250
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Outcome index =0.844044085142021 +
(0.736608168793488) x (27**“" of IRF7) +
(—0.322838158450077) x (27** of IFIT1) +
(—1.43874462149203) x (27*" of IFIT5) +
(—0.183642900058098) x (27**““ of OASL) +
(0.0484321399637678) x (27**“* of CLC) +
(—0.83509962882179) x (27**“* of GBP1) +
(0.380999598038957) % (27**“* of PSMBY9) +
(0.366291679647718) x (27*“" of HERC5) +
(—0.911075828160401) x (27*** of CCR1) +
(—0.842873405247722) x (27*** of CD36) +
(0.429218020321458) % (27**° of MS4A4A) +
(0.932404175504654) % (27**“* of BIRC4BP) +
(0.71507830637659) x (274*“ of PLSCRI1) +
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®Q@ MPO-ANCA BEMmE X OARRIGE & ABRFAKEORIAIC

TAT sRERETFRHEY b

Gene Symbol H Description Alteration after treatment
IRF7 Interferon regulatory factor 7 Increase
IFIT1 Interferon-induced protein with tetratricopeptide repeats 1 Increase
IFITS Interferon-induced protein with tetratricopeptide repeats 5 Increase
OASL 2’-5’-oligoadenylate synthetase-like Increase
CLC Charcot-Leyden crystal protein Increase
GBP1 Guanylate binding protein 1, interferon-inducible, 67 kDa Increase
PSMB9 Proteasome (prosome, macropain) subunit, beta type, 9 (large multifunc- Increase
tional peptidase 2)
HERCb Hect domain and RLD 5 Increase
CCR1 Chemokine (C-C motif) receptor 1 Increase
CD36 CD36 antigen (collagen type I receptor, thrombospondin receptor) Increase
MS4A4A Membrane-spanning 4-domains, subfamily A, member 4 Increase
BIRC4BP XIAP associated factor-1 Increase
PLSCR1 Phospholipid scramblase 1 Increase
DEFA1/DEFA3 || Defensin, alpha 1/Defensin, alpha 3, neutrophil-specific Decrease
DEFA4 Defensin, alpha 4, corticostatin Decrease
COL9A2 Collagen, type KX, alpha 2 Decrease
(0.0109975921341484) x (2°*** of DEFA1/DEFA3) + 1.200
Re=0.98977
(—0.0178729363274759) x (27" of DEFA4) + m 1.000 /!
(=0.0607758234431297) x (27**“ of COL9A2) # 0.800
) g 0.600
wEEE T2 Y b2 L7z TagMan LDA %= E 0.400
VT, HRO 22 FEFNS OV THBUSED PR Z B 2 & 0000
o R, THROSERE | 7203 TROSHAR ] 0% 0.000
KO ERRFREICH LT, R?=0.9898 & Fwv—H AR L _op00® 02 04 06 08 1 1.2
- (H0). ERORERITE(O: BT, 1:R8)
KO =mEEEFEHty F2RAVEARREEDOTF
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[MPO-ANCA BHH M55 % O E I BOSTE % 1R B IA 4
ORINZ P 2 wdEE 2y M & LTHIES
Nz 16 MOBETOH H, 13 FILHHREICEIKT 2
RYBEEFTHY, SELRBEAZRTEMRTTHo
72 (RO). HHRBRIFEIULT 2R #E 12
feron regulatory factor (IRF) family ®i&fs ¥ % inter-

, inter-

feron-induced protein with tetratricopeptide repeats
(IFIT) family @ # {5 ¥, 2-5-oligoadenylate synthe-
tase (OAS) family DEET R EA v & —7 =0 v
BIEFDEL &I TWS. L2 L%AS, Lyons H”
2k 5L, KMo CD4 Btk T MBI 54 > % —
7 = 1 V¥ interferon signature (&, ANCA [ 115

AFER & KBEOEKZADHER
HEdh PR, AR SERROERREGE (0 : HHE
POSPERAF, 1: BHRMOUSERR)

KTIELHEMETLY) < b—F 2 (systemic lupus eryth-
ematosus : SLE) (2 6RTHEHFTII LW EHESINT
Wb, TR S SR LT BUETH 575,
RIFFETRD HNT2A ¥ & —7 =0 v BEEIE T O G
12 & A5BUETIE, MPO-ANCA BI#II5E 2 DIRREZ D
bDEW) XY IZHEFMRE KL 7R/ THL0H0b
LhZw, —F, BE%RICER LA Z R TEETICR
defensin & F N CTw7z. TD4HT1d SLE TIZFH S
WML TBY, WRICL>TEZOREAMET T 20T L
LTSN TW2Y. MPO-ANCA BIE L4 4% T A
CRHDERAT B ERIIOVTEWSHTIE R VDS,

ZDHEIZONWT
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BRI H T 5 defensin DFEBEALDE VD MPO-AN-
CA B IMAE 95 & SLE O¥5 KR - FRRE D@V % KL L T W
LUREENDH Y, SHEOMETETDH 5.
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MPO-ANCA B Ifil 3 9 H 3 oD 36 J il KA IfiL & {51
BB Ta7 4 — V&, REBOEREEZR S OIEEULE
EDHNVEE, HSHLMHBIERED o7z Ll
D, WGP &GRS 1 AR ZORMILE S TV
LT, REEMETFZHEY o 16 0B E T REHE
fLEIR~2 L2k, BRI ORI H#R ST
ZTPRTE B WEENAVR Sz, MPO-ANCA B8 1l 35
REF OWHRPOSE & BRI RBRO RTINS FH L, RS
HARRPTFMENDLEICE, MELBBZICXE
WA RRIR L, I EMAEBI %) 2 LITXD,
BRI 2 FHROWHEICHF G TELWREDSD 5.
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